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Epistasis and its application in genetics and breeding

ZhANG Wen — Ying CHENG Jun — Qi ZHU Jun WU Wei — Ren
Institute of Bioinformatics Zhejiang Univeristy Hangzhou 310029 China

Abstract Conception and analytical methods of epistasis and its application in genetics and breeding were reviewed . Epistasis was introduced into genetics in 1909
however it was not received enough attention untill recent years and it became an indiscerptible part of genetic research system upon complex traits. Epistasis in-
cludes statistical epistasis and functional epistasis the former is a population phenomenon whereas the latter is a genotypic phenomenon. Molecular marker technolo-
gy is a powerful tool in studying epistasis evidence from both theoretic researches and empirical experiments have proved that epistasis is important for performance
of main quantitative traits. Implications of epistasis for plant breeding methodology should depend on seed production and the methods for breeding. Epistasis is an
important genetic basis for basis for the yielding of heterosis crops.
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