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(#T k% FrReEdul, #T AN 310029)

WO ASRRE TRAGHAMAMNG SARLMEN R FRESET H HHR
HAG AR Y RERN SR AHRNARSREBY AT I W EARTAELDYNE, ARR
REMEHECE. HEMHEGIRES, AfeE Rt aRE. RERERERMAY
RAECEN, KAREHRARAME. A7 E F R, 394 ¢ B8, HEWAERLRFIHES
BRAREHK FRBKEAE S HMGAZE. Y168 MMERR R 6y 5 MR MHEH S A,

X RBRME; Bk MR SREE MR

hES %S S32 MR 488, 62H25; 92B05 XRHRIRE: A

RS 1001-9626(2001)03-0348-05

0 3| &

H T, FORIRE A E R AR R RUR T PR B, ArRHTT. B, Srk. REM
FIFIRIBR I B 2. M B R B ROREAL O BT LU B0 S IRX — X X0 BERE & Franke(1984)
BREE N, BOERRE A ERENHRETN R RBERTAR, HTARE
AR EER RETE (Brown, 1989). HUBERAEHRIEH BRAREREN, HLENE
ERITREZHREL . FHIEFTUABZ ORI ARE, MERRNER, 5T
g S RETEA INE, BEEFHMR. T BEMERERAITY, SO
7, T HERFREERARE BTN, T EERIUAREEMFE, Boukema %
(1997) B HeHH B4 RIS £ XA, B ERES ST HBRHEOE P, BETFR
WEMOCENHERREER EATREENE W, EARSAAERE, BEXE, B4, B
INE, K3, BEE, BE, EXENR#THR 507, EmEK O EL R TR —1H
B, WHEK—EEANEHRAERENN Y, FHRNASRERRGEHBFETE,
[ A% L B BRAS R AR ISR A RS AR (SBORSE) . RIEHRE TP D B R AR

1 FRE A
L1 #H
PAMRAEFI RSN 168 AEER, 5 MFREEREIERG, WREEOE. 5 MHERRS

IR H #: 1999-03-04
ELWME: BRE/BEESTEHMA (39470377)
e I (1957-) . B, #DKEA, WIKEHTREFORIEE. #L.
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K 25% B (mm) . BFE (%) . BE (gf/tex) . BKE (%) . Fnikk. AHAEER, 2
BPL 1 F 168 SAFTEEFE.

1.2 EEBRER

MEE KM FRFERERE, RARNRXAEEH TS FHEERA, P—E
[ RE R BER AW AR R Tk A RERNEGHEHEAARCENER. N TE2FEGH
BERE, WEETSBATERY. FEARTRY., FRANFIBE., EREBY, EE
BEHREEARY, UREIIRSESR RE, 19945 1996; #ES, 2000)59100 "R
FIRE (1993) {2 H MR & KRR G ror kTR A, FIIRELmBW (AUP) %
RTNEERE O, AEREATIE TR EEEFETRES.
1.3 ZRREEBZOESE

EHOCEMESRS, AREROBRAEARY, HHSEWREERHIHE. iR
AR SRR FEE R A TR, BIK (Mahalanobis) FERACBRHARIAI AR 0,  FF7T LAHE
BARREROBREW, THEFRBEEEE Y0 1209 R0 R A D REEHHE Tk
HEAEHER R ERE R (%, 200000 RARKRLEF WA T (Unweighted
pair-group average) B, RREK G 5 G; 45F n 5 n; MNEEE, HEHFTEBHIHTER
G, , BREBEHN n.(=ni+n;), BESHEEE G, WREERTEARY

n; 2 T‘Lj 2
D? = D% 4+ LpZ
rs n, st Ny 87

MIERET R BINSMERNE RO RIEE, BRIEH MM BRE 20% ~ 30% (p =
0.2 ~ 0.3) fERMOBERH LB U0 ARIERIFEIERHATIRIUE, BEIRKE. RERR
MFRE, BRA2OKT RS (8) ANESS/D. HIANSHE T REM B TR, mB%HK
B (BACRARE) , WMERBGZMBHENT —REEM T AT BRI
FRAERIE, AR BEAN T R, M A MR IR BRI e, BEPLIERR — 4t
BHFEAT—REE. mANRE R, WZHEEEAT —REXRS T RS
WRE, WEHEINEREE, TR REREIRENER, BITHRE OE. AP RRE
FHERETA E R B P R RN B/ MEME (BmE) omEs O E.

2 HEREMA

B RARER HIERLRBM (AUP) %O mBIEEE B . REHTEERR
A D RER, FARMMPEEEHRHTRARE, BERERAE.

EBRMEAHKTE, BB, RES—HREBKENS/MEMERS, FAE_RE
Regbrkl A 105 4, Her 6 MARBERMB/MEME. X 105 MR ERBREERTH
DRER, HTHERRAE, B, B2 6 Mk, F=RRAERE, BERE 4 e (B
1), HREERFEG p=02~03, FEIHHE 4 MOEHIRE OE (BB5H: 167, 55, 93, 38,
130, 141, 19, 169, 129, 145, 36, 163, 47, 101, 73, 139, 112, 57, 142, 30, 10, 79, 146, 48, 76, 65, 71,
40, 25, 105, 58, 113, 45, 111, 156, 126, 120, 86, 28, 74, 50, 21, 3, 1).
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UE, ]RE. HEMNER ARG BRME N O ERT SR AR R Bk
HIBRE SR XTERT F %, MHEET R RESEFESUT LM, MTARLYE
B OCERERART A RE AN RES

(1) BB Ve > Vi BF (a=0.05) MR > 70% ;

%A% (2) : KRB Mc £ My B3 (o = 0.05) BHER < 30%

%4 3): 0% M EMRE Re/R; H > 07

FMF (4): 0% LEHWRE CVe > CVr s
K Ve, Mc, Re, CVe AR ARBEE D ERTE, H{E, MENBRER; Vi, M, R, CV, 4
AR ERENITE, HE. MENTRRE.
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) M%H.T—;m s

05 o 0k 5 = ek Lo

R o= Qhh i R R P0nB O 20 & N OB SRR NS bintd oh Bt oo
owuPenasrNo Nv o P NE‘_r\m wmmmm ‘—‘—I\V T (ov:mvo 0P =0 = NEPN O Nf\r
- - ~ Qe

B 1 5 MFEMR 60 MEERNREE (¢ HEPHIR L.E’H*—P)
AHEHBEOGOE, FTEERNTZELE (o = 0.05) KTEARERENTE (& 1).
BUEFAEROAESEAFERANYENTEEES (0= 005), ZRERH 0%. B
FHERIRESRA BN EARR, REW Re/Rr E > 0.7 BHERA 100%. Fia R
FRARPHURT RPN R R TR OEERRT FR R R85 SR

3 i

YRR, BEZRERRBEVAMG U, TS 8 R0, RN R
REMIENER, BESHEEERE SHEH, —BTUENBESREN RS KBTK
TR IE Z RN, SRR IER 15 2 REVERS MR -6 BRI J7 BB B A A% U BE AL
BAEEHEBRHE R R, FIE0 MBS AR, FERENNshA, HEEE, 45
B, BEFICSHTRI KIS, MWERT IR R P A, AR, Wa. T
VINEFISEUIANE, REXTEARHTERBAMBREZ O, BEXBKZ OB A ISR
BOE. ATREXFEFEME S FHEREE, NRAERAXEAE, B31WEIES DNA
BEYIML, WARA RFLP, RAPD FIE TESM%UE 17,



E3M ¥ EY. REFIRREE OB T 351

® 1 MBOHBERRECESRERBMEMELNELER

Table 1 Comparison between the Core Collection and the Initial Accessions of Cotton

AR HE ¥E TREN Rc/Rr H
FRBERENH 2.075 26.504 0.054
2.5% B 1.000
BRMDE 3.467* 26.455 0.070
o R R AR 1.963 50.720 0.028 000
PR 3.115* 50.582 0.035 ’
FERAEEH R 0.926 20.011 0.048
[)::4 1.000
FHEELE 1.669* 19.821 0.065
BB L h8 0.176 6.064 0.069
BRE 1.000
BB L E 0.266* 5.994 0.086
— RREREN 0.087 4.053 0.073 000
1.
TR 0.127* 4.028 0.089

* RERLEFEEERTEREREHNTE (o = 0.05)
o PEEROLES RREREHHASEATEEES (o = 0.05), Re IRERLERE, R NEREREHRRE
MEOER, MR T AR @), HElET AAMszRfREXR, BAGHNE
B, BRI RA IRRENL, sERE 1, RS REMR 1S % EUENBEEMER
X BB ORI R R MBSO ETRNRS, FEEHETARFEEMR
REFHRELHM,  Basigalup & (1995) IWHEF BRRRERN LB, FERMKERE
Z, FERE©, BN ENEAEBE GBI, RARTRNBURE I &5
B OERERAMERENSRA R (@SB mAR) , UBSHHS R AR E N RFR
ARAWBERFR, ROGEER T RAMRREERRESHEEEH.
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A Method of Constructing Core Collection Reserving

Special Germplasm Materials

HU Jin XU Hai-ming  ZHU Jun
(Seed Science and Technology Center, Zhejiang University, Zhejiang Hangzhou 310029 China)

?

Abstract: A method of constructing core collection reserving special germplasm materials
was proposed. Phenotype data of genetic accessions were used to predict genotype vales by a
genetic model controlling systematical errors in fields and by mixed model approaches. Predicted
genotype values were used to construct core collection. Genetic distance among accessions was
calculated with Mahalanobis distance, then unweighted pair-group average method of hierarchical
cluster was used for grouping. According to a dendrogram of clusters the accession with special
merit was preferred to be chosen for core collection. F test for variances, t-test for means, range
rate and coeflicient of variation were used to evaluate the property of core collection for initial
accessions. An worked example of constructing core collection on 168 accessions of cotton by five
fiber traits was presented.
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