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Genetic linkage map constructed by usng a DH pegulation for the flue-cured tobacco
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Abstract : A nolecular genetic map of flue cured tobacoo was congtructed with a 137 doubled haploid (DH) population from a
cross of 2 flue-cured tobacoo varieties Speight G28 and NC2326 by usng ISSR and RAFD as markers. The mgp cond ged of
27 linkage groups which included 10 ISSR and 147 RAFD markers, and covered 1838 2 cM with an average digance of 14.1
cM. Anong the 22 didorted markers digributed in the mgp , 10 markerswere mgpped on the linkage group L @ , and the othr
ers were mgpped on diverse linkage groups repectively. It isthe firg nolecular genetic linkage mgp of flue cured tobacoo in
the world and isfundamentd to the genetic mgpping of inportant traits and marker-asd sed selection for flue-cured tobacco.
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(94 309 (36 309
1 (72 66 9) : 72 5min
1.1 ISR
Seight G- 28(P)  NC2326(P) 1.5
(F), R ( )
51, 137 (DH) DH , UBCB807 - 670 ISR UBC807
670 bp ,OPF9 - 950 RAFD
1. 2 DNA OPF9 950 bp ,
F  DH , 5 6 , 100 bp ladder (Gboo BRL)
39 CTAB &8 “ 1 NC2326 “ o
DNA!®! , (x%)
1.3 ISSR 11
ISSR- PCR 2%L , -1 x PCR MARVAKER/ EXP Verson3. 0b!”?  PC
Mgd, 1.5 mmol-L " ,dNTPs 0.1 mmol-L ™%, 11
Taq 1U(PCR Mgd, dNTPs Tag . Gowp (LOD =
Tokara ), (Takara )0.5unol-L° 1, 4.0,r=0.3); Order (LOD =
DNA 20ng, 20 L PCR 3.0,r=0.25) Ripple( Conpare)
94  4mn;94 45s;51 1mn;72 2 Ty 11 , Append
mn; 45 ;72 5mn 4 PCR ;
GeneAnp PCR System 9600 (Perkin Elmer) Kosambi (cm) , M
3%
, 0.5xTBE , 5V/cm , 2
110 % 15 mn;
3, 2mn; (2gAQNO; +3 1l 37 % 2.1
+2L ) 30 min; 1, Seight G- 28 NC2326
10s ; (60 g NaeQOs +3 L 37 % ; DH
+400ML 10 % +2L ) ISR ,100 4
: 10 % ; 4
1.4 RAPD DH ISR ,
250 L 10 mol - L~ ' Tris- HA pH , 11 (1,
8.3,50 mmol- L ™' KA ,0.1% Triton X - 100,2.5 mnol - UBC857 1
L *Mgd,,4 dNTP 0.2mmol-L *,0.5unol-L* RAFD , 520
U Taqg  (Pomega) ,20 ng DNA ; 57
250 L PCR GeneAnp PCR §gem  DH RAFD : 52
9600 , 94 4 mn; 45 , 180 ( 1),
OPAE16 1
1
ISR 4 11 3 10 1
RAFD 52 180 35 147 33
56 191 38 157 34
2.2 = 0.01 3
11 ISR X , P (1:1), ( 1),



DH 37
Seight G- 28 180 RAPD 47.1 %, NC2326 52.9 %, 1:1
' , 35 (1, 27 ,Jeight G- 28
Seight G- 28,8 NC2326 19.0% 83.9 %, 48.8 %;NC2326
191 , P=0.01 38 16.1% 8.0 %, 51.2 %
, 19.9 % ,
137 DH , 191 ,
«( ) , Seight G- 28
g DHF P2PLF
DHFZ P2P1 F1
b \N
1 ISSR UBC857(a) RAPD OPY15( b)
2
(c™M) (cM) (cM) (cM)

LG 219.3 14 16.9 1 L G5 44.7 3 22.4 0

L& 215.0 13 17.9 2 L Gl6 45.1 3 22.6 0

L& 201.7 15 14.4 0 LG7 38.1 3 19.1 0

L& 124.9 8 17.8 2 LG8 32.4 3 16.2 1

LG 113.5 9 14.2 1 LG9 28.5 3 14.3 0

LG 112. 3 12 10.2 0 L &0 20.8 3 10.4 0

LG/ 106.9 11 10. 7 2 L&1 23.7 2 23.7 0

L&A 106.0 7 17.7 0 LG&2 21.9 2 21.9 0

L& 62.8 15 4.5 10 L&3 19.4 2 19.4 0

L GI0 68.4 5 17.1 2 LG4 14. 4 2 14.4 0

LGl1 66.0 4 22.0 0 LGS 15.1 2 15.1 0

LGI2 49.8 4 16.6 0 L &6 13.1 2 13.1 0

LGLI3 37.8 4 12.6 1 L&7 2.7 2 2.7 0

L Gl4 33.9 4 11.3 0 1838. 2 157 14. 1 22

J
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