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fiysk: AM1E B3 B K AT IS8 Pl — B

—. EEFW (Important Home Pages)
—. A Y1z E#34E%E (Bioinformation Databases)
1. HEEHEX
ZAEBEE
DNAJF 5 45 3 JFE
RNAJF 7| Aotz AR 4048 5
FEH B E
NEE- 03K R &
Ffth Ay o 3 TR AL B A
HRERLBEE.
9. HAHERT. HER&EBEE.
10. & )75l $dE % .
11. ZAREHHEAEE.
12, BB EFA T Fok B Al F 5 E .
13, AR A2 o 40 B A 5 B4R
14, R A KB E.
15. EFHEE.
16. H At 238 %
=\ A WME B A X AT AR %28 (Bioinformatics Analysis Servers)
L A FHeE
JF 54 R fute R
757 %
F A &%
JF 5 FF A i A (ORF) & 4% AndiF T B (
EE AT TR
PCR 5| 4 An R &1 B4 %
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European Molecular Biology Laboratory (EMBL) , BRIN T AMFE LB E.
http: //www. ebi.ac. uk/ebi_docs/embl_db/ebi/topembl. html
Cambridge, UK.

e UK Human Genome Mapping Project — Resource Center (HGMP-RC) , = [E [E##f
RERRPTRA LI E A EETREAN,
http: //www. hgmp. mrc. ac. uk/default. htm

e SegNet: UK Node of Buropean Molecular Biology Network (EMBNet) , BXiM4o

%é%]%/fm fi
http.//www.seqnet.dl.ac.uk/default.htm

e GenBank , XEEXAMWBEARLEFN (NCBI) FréEsr it AR e i Iy .
TERE B DNAJT 7| 9 & 38 %
http: //www. ncbi.nlm. nih. gov/Web/Search/index. html
GenBank at the National Center for Biotechnology (NCBI) of The National
Library of Medicine (NLM) at The National Institutes for Health (NIH)
campus, USA.

e National Center for Biotechnology Information (NCBI), Z=EEZRXAEMEALR
& B

http: //www. ncbi.nlm. nih. gov/

e DNA Databank of Japan (DDBJ) , H AZE43E/%E.
http: //www. ddbj.nig. ac. jp/default. htm

e Genome Sequence DataBase (GSDB) , 3 [EE % 3k & 4 %5 4L 4E 47 B9 DNAJF 7] %
RIS,
http: //seqsim. ncgr. org/default. htm
The National Center for Genome Resources, Genome Sequence Database.
The server is a supercomputer with genomic algorithm accelleration.

e Online Mendelian Inheritance in Man (OMIM), % A X ZfETRmEHIEE .
http: //www3. ncbi.nlm. nih. gov/Omim/searchomim. html
Database of human genes and their disorders, with textual information,
images and references. Links to Entrez and MedLine.

e European Drosophila Genome Project
http: //edgp. ebi. ac. uk/default. htm

e The Institute for Genomic Research (TIGR) , 3 [E L4 #F 5.
http: //www. tigr. org/default. htm

153



www. cab. zju. edu. cn/cab/xueyuanxiashubumen/nx/bioinplant. htm CEWEEFELIE)

LAl

The Sanger Centre
http: //www. sanger. ac. uk/default. htm

Swiss Institute of Bioinformatics (Expasy)
http: //www. expasy. ch/default. htm

GenomeNet (Japan)
http: //www. genome. ad. jp/default. htm

Australian National Genomic Information Service (ANGIS)
http: //morgan. angis. su. oz. au/default. htm

Bioinformatics and Biology Resources on the Internet
http: //aeiveos. wa. com/biology/index. html
An excellent site, well worth a visit!

List of other Genome Sites
http: //www. hgmp. mrc. ac. uk/GenomeWeb/default. htm
List of other genome web sites. Concise and clearly presented.

Brunel University Online Teaching Programme
http: //www. brunel. ac. uk/depts/bl/project/front. htm

Whitehead Institute for Biomedical Research (WI)
http: //www. wi.mit. edu

WICGR (WI/MIT Center for Genome Research)
http: //www—genome. wi. mit. edu

Cold Spring Harbor Laboratory (CSHL)
http: //clio. cshl.org

SMI (Stanford Medical Informatics)
http: //www—smi. stanford. edu/projects/helix/

BNL (Brookhaven National Laboratory), EEHAE v XERXLKEE
http: //genomel. bio. bnl. gov/

Weizmann Institute of Science , DL 75|35 % & %# %
http: //bioinformatics. weizmann. ac. il

FER T L A A B IR A 15 &% (BioSino)

http: //www. biosino. org. cn

Jb 3 Ko A4 442 Bl (CBI#,PKUCBI)
http: //www. cbi. pku. edu. cn
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o TEFEFZEF¥HFRFEMAK (AMSnic)

http://www. bmi. ac. cn/bio/

£ e R E
— WEERE

200047, WA CKHEBARY HFEERFHBAZ LT —AMNEFEEE XN T, PRI
EHAEE 18K, MM, KNEREN CEWERFFM +, MNIHTT 63,
SAEBARE B . RANEA R BB E. BEXREEACRERTIE, 2 A T163:

1. ¥EHEEX

). AH¥AEE. A FEDNAF F|FE: EMBL. GenBank. DDBJ. GSDB. TDB#uUniGene

3. DNAFF|S{EE, FERGHAEEMFINERRNREE, wELTFEHEX.

EVAENBTE. WeTRINETES

4. RNAJF B\ FniZ AR B 3 &

5. AFEKEEHREE

6. ARILFHHEE

7. Hpw AR E A I E

8. AREFAPEE

9. RAFERE. HERLIZHEE

10. &8 By 7 84 &

11. A REmHEE

12. WBRERAF Foka R4 FHEE

13, X34 12 Fo 4 fle F 45 B4R &

14. 5RMIAH K HBEE

15. EF54EE

16. HAb %I E

—. BEBWEE

® INSD, B [*4Z®: )7 7|13 )E (International Nucleotide Sequence Databank) .
B E A HyDDBI. RXIM #yEMBLFu 2 [E #h CenBank = K & B 2 < fudk [ 4 37

® EMBLE, BT 4415 L4 = HyDNAFIRNA )7 7 & .
http: //www. ebi. ac. uk/embl. html

® GenBank , XEEFXAEMFEAE L F & (NCBI) FréedF eyt AR E B Bey. 7
TR BNDNAJT 7 B K B AR JE .
http: //www. ncbi.nlm. nih. gov/Web/Genbank/

® DNA Databank of Japan (DDBJ) , H AM B IEZE.
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http: //www. ddbj. nig. ac. jp/

® GSDBE M EEERIEFEALIEFR N (NCOR) 43 HDNAF 5| % Z 44 4B % ( Genome
Sequence DataBase) .
http: //www. ncgr. org/gsdb/

® TIGR DATAbase, & R L& KM cDNA%KIEE, TA KEWESTH | fn A K FH % 5
(HGI) .

http://www. tigr. org/tdb/hcd/overview. html
=. DNAJF B FusEt B4 &
BIESINANE S, X, BESHEMRZAWEAREAT.

® BioSino& ¥ E B £/ K WALEL T 5| A L8R % .
http: //www. biosino. org/

® CUTG, % &% F{# Fl % .
http: //www. dna. affrc. go. jp/ nakamura/CUTG. html

http: //www. kazusa. or. jp/codon/

http: //www. dna. affrc. go. jp/ nakamura/CUTG. html

® EPD, EAZ AW 2 5 T #3E)E (Bukaryotic Promotor Database) .
http: //www. epd. isb—sib. ch/

® TRANSFAC, A% A 41 3K B 2k 34 8 45 R T 19 B9 )=
http: //transfac. gbf. de/TRANSFAC

® TRRD. EA% A4 41 25 R 40 4% S 35 K45 % .
http: //www. mgs. bionet. nsc. ru/mgs/dbases/trrd4/

® (00TFD, 4% F Al T An &k A R A # 4B % .
http: //www. ifti.org/

® RepBase, AAZ A MDNAF & E 7 5| 3k )% .

http: //www. girinst. org/ server/repbase. html

° MicroSatellite, A T E EE F 7| $ ).
http: //nmnhgoph. si. edu/gopher—menus/MicroSatelliteDatabase. html

ALUBE R AR H M RK KR EEHAESL F &,
http: //ncbi.nlm. nih. gov (/pub/jmc/alu/)

° Simple Repeats, fa 2 EH 57| JE.
http: //ncbi.nlm. nih. gov
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® COMPEL, & & L H .
ftp: //ftp. gbf—braunschweig. de (/pub/compel/)

® MPDB, 7 T4 43k % .
http: //www. biotech. ist. unige. it/interlab/mpdb. html

® fvrBase, R K XmtDNAW R FFJE, EZEZ AMHVIFHVIIFAN X 7 X 87 7).
http: //monolith. eva. mpg. de/hvrbase/

® PlantCARE, ¥ )i R AEH (cis—acting) 4% & T4k 3E )% .
http: //sphinx. rug. ac. be: 8080/PlantCare/

® PLACEZ JASUwR # 1% & 694 4 I X1 R 81 45 T EDNABE AR B B3 B, R R AL 4.
http: //www. dna. affrc. go. jp/htdocs/PLACE/

ftp: //ftp.dna.affrc. go. jp(/pub/dna_place/place. seq)

® Mende | {45, 14 S AH M STSAREST/F 7.
http: //jiio6. jic. bbsrc. ac. uk/

® HOX Profd JBE 7 A & (homeobox) 3k K ¥ 35 )% .
http: //spirov. iephb. nw. ru/hox_pro/hox—pro00. html

® OPD, EAZ B 454t 3E % (0ligonucleotide Probe Database).
http: //www. cme. msu. edu/0PD/

® dbSTS, JF 7| AFi4T & (Sequence Tagged Sites) $k3E)E.
http: //www. ncbi.nlm. nih. gov/dbSTS/

ftp: //ncbi.nlm. nih. gov (/repository/dbSTS)

® dbEST. X 7 GenBank iy & B4 sk ¥ i, w2 THWME T RIA W7 FIAR1E1E 8.
http: //www. ncbi.nlm. nih. gov/dbEST/

ftp: //ncbi.nlm. nih. gov (/repository/dbEST)

® AmmtDB, J5 4 Zh 1 & RARDNAZ 7 I BRBC 3K 5, 4 & T s M &bt b il 2
SRR tRNARY 2 DNAJT 5| %3 b4k 48, DA K v 3120 Hrmt DNA = 8 #2 X )57 5] Bk e 2L 3.
http: //bio—www. ba. cnr. it: 8000/BioWWW/#AMMTDB

® HOVERGEN, % #t 54 4 [&] J8 2L [5 13 )& (HOmologous VERtebrate GENes).
http: //acnuc. univ-lyonl. fr/

ftp: //ftp. infobiogen. fr (/pub/db/acnuc/hovergen)

o DNAZEH 234 )% .
ftp: //transfac. gbf. de (/pub/structure_library)
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° NUCLEOSOME%, 3 & , W 5 52 36 U € 9 A% /MR SR 48, B T FNDNAH 5 41 & | \ &R
IREE AL .
ftp: //ftp. ebi.ac.uk/pub/databases/nucleosomal _dna/

° SELEX_DB, Fa#L1k 7 5| .

http: //www. mgs. bionet. nsu. ru/mgs/systems/selex/

® ASDB, 7T Ak BY 4 2 IR B 445 /..
http: //hattrick. Ibl. gov: 8888/

® Intronerator, HM & H WA F X EHHEHEE.

http: //www. cse. ucse. edu/ kent/intronerator/

® IDBFuIEDBR]Z & W& T /7783w, J5&RENETEMIIEE.

http: //numeg. bio. indiana. edu/intron/index. html

® EID,/MET. WETHIEE.
http: //mcb. havard. edu/gilbert/EID/

® ExInt, 4B F. W& THEE.
http: //intron. bic. nus. edu. sg/rint/exint. html

® NDB, 1% BR i 1R 4 ) B 3
ftp: //ndbserver. rutgers. edu/

http: //dnbserver. rutgers. edu/NDB/ndb. html

® VectorDB, #H AR IE)E.
http: //vectordb. atcg. com/

® VectorfaVector—ig, @oT AW F ¥ FWF 2 BARWIERAFIE L.
ftp: //ncbi.nlm. nig. gov(/repository/vetcor—ig)

ftp: //ncbi.nlm nig. gov(/repository/vector)

M. RNARZ|foR RS

® 19934 f L YRNAY 4, 7 HARRNAT| 5] By, & B AME B W s
http: //www. pitt. edu/ rnal/

http: //www. cup. org/Journals/JNLSCAT/rRNA/rna. html

® snoRNA, /NZ{-RNASIE & .
http: //www. bio. umass. edu/biochem/rna—sequence/Yeast—snoRNA—
Database/snoRNA-DataBase. html

® Small RNAYGIEZE.
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http: //mbcr. bem. tme. edu/smallRNA/smallrna. html

® RNAse PH4E/%, &2 RNAKAREEPINRNATE H 7 5], BXTL. —REMMZFHEA
http: //jwbrown. mbio. ncsu. edu/RNAseP/home. html

® toRNAN| &, 4 tmRNAJF B, A AE B RAKMARIT. JFFIBREL. B € HT tnRNARY 3
5, URHESZRE.
http: //www. indiana. edu/ tmrna/

® tmRDB. B ZFRECATHY . trAH E B . HEL K R T B tnRNAJT 7] 45 3.
http: //psyche. uthct. edu/dbs/tmRDB/tmRDB. html

® oRNA, 3 5|RNAZLIEE .
http: //www. biochem. mpg. de/ goeringe/

® SRPDB, 12 5 R Al 41 T 4% .
http: //psyche. uthct. edu/dbs/SRPDB/SRPDB. html
® TransTerm, f& fERNAEY 4 Ao B iF 4% 415 5 3£ .
http: //biochem. otago. ac.nz/Transterm/
® i & A1 K A RNASIE JE
http: //www. callisto. si.usherb.ca/ jpperra/
® UTRdbFuUTRsite, UTRAbZZ ELAZ A HImRNAGY 5 3 o3 s dE 835 X 5 7| b 3E 704 338

JE, UTRsitedd feix 2o 3F B X 5 7| o B oh BE 8L
http: //bigarea. area. ba.cnr. it: 8000/EmbIT/UTRHome/

® nCRNA, {LmRNAHY 3 45 20 RNASK 42 /% |
http: //www. man. poznan. pl/5Sdata/ncRNA/index. html

® RNAmods, RNAB-4 35 4B )& .
http: //www—medlib. med. utah. edu/RNAmods/RNAmods. html

ftp: //medlib. med. utah. edu(/1library/RNAmods)

® AARSDB, Br 4, FL tRNAA Jk g 40 4B /£ .

http: //rose. man. poznan. pl/aars/index. html
® (RNAFHIFudt A, £5 h e .

http: //www. uni—-bayreuth. de/departments/biochemie/trna/

® PLMItRNAZE FFastA#y 4% 48 4 & AL tRNAZF A t RNAZE ] By 30 38 /%
http: //bio—www. ba. cnr. it: 8000/srs6/
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http: //www. ebi. ac. uk/services/

® 16SMDB. 16S-1ikeMDB . 16SMDBexp . 23SMDB. 23S—1likeMDBexp#k3E)E, & —#it
16SF023SAZ HEARRNA R 4 $03F % .

http: //www. fandm. edu/departments/biology/databasee/rna. html

ftp: //acad. fandm. edu (/nar/)

® RNA www, RNAZ AP T, #4165 RNAFI23S RNAKY %45,

http: //pundit. colorado. edu: 8080/RNA/

® URNADB, B A FRELAT (. AnA BB, % 5E 4ok R HE S| B9 uRNAJT 7 £ 4.
http: //psyche. uthct. edu/dbs/uRNADB/uRNADB. html

® U-insertion/deletion, 4% F 7| 48 %E, 425/ A M oh FiiRk B 4 F0 8 Zokr iRk 3
K Fn 4 %8 j7 B mRNAJT 71 .

http: //www. lifesci.ucla. edu/RNA/trypanosome/database. html

® PscudoBase, R G HIEE.

http: //www. bio. leidenuniv.nl/ Batenburg/PKB. html

® RDP, A MEARERE F 1T X . A&/ T Ak Fo K S AR 7 3R 2 rRNA, |y B BX L B9RNAJF 71 DA
B SR G ALK

http: //www. cme. smu. edu/RDP/

http: //rdpwww. life. uiuc. edu/

http: //rdp. life. uiuc. edu (/pub/)

® SSU rRNARKIMAZAE A/ T ARNAZE AL $1 4 )%
http: //rrna.uia. ac. be/ssu/

® LSU rRNABKMAZHE IR K T2 ZERNASE A 3R 45

http: //rrna.uia. ac. be/lsu/

® 55 rRNA%KIE)E.

http: //rose. man. poznan. pl/5Sdata/index. html
® DRC, AZ 4 4R 28 4 K 4E %

http: //www. mpimg—berlin—dahlem. mpg. de/ ag_ribo/ag_brimacombe/drc/
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® ACTIVITY, DNAFHRNA  2f 4 & 3046 % .
http: //www. mgs. bionet. nsu. ru/systems/Activity/
® RNAZE IE JU 72 x¢ B4 % .
http: //prion. bchs. uh. edu/bp_type/
5. EEEEREE
® Rhdb, %2 4 R XA E.
http: //www. ebi. ac. uk/RHdb

http: //corbra. ebi. ac. uk/Rhdb/species/HUMAN/gm99. html

ftp: //ftp.ebi.ac.uk (/pub/databases/RHdb)

® Mouse RH#3E)E.

http: //www—genome. wi. mit. edu/mouse_rh/

® (DB, A KA FHAHEE.

http: //www. gdb. org/

ftp: //ftp. gdb. org

® GeneMap’99, A K F E£19994F FK.

http: //www. ncbi. nih. gov/genemap/
® HuGeMap, A 33k [Fl 3% & [ 3 A 4y 3 T 3 4y 20 A7 KSR A BB
ftp: //ftp.ebi.ac. uk (/pub/databases/RHdb/gm99. map)

N AREEARKREEE

AN G BRI P 4
1 http: //linkage. rockefeller/chrl/

http: //www. sanger. ac. uk/HGP/chrl

2 http: //www. sanger. ac. uk/HGP/chr2

3 http: //mars. uthscsa. edu/

http: //www. genomics. org. cn/
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http://www-genome.wi.mit.edu/mouse_rh/
http://www.gdb.org/
ftp://ftp.gdb.org/
http://www.ncbi.nih.gov/genemap/
ftp://ftp.ebi.ac.uk(/pub/databases/RHdb/gm99.map
http://linkage.rockefeller/chr1/
http://www.sanger.ac.uk/HGP/chr1
http://www.sanger.ac.uk/HGP/chr2
http://mars.uthscsa.edu/
http://www.genomics.org.cn/
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4 http: //www. sanger. ac. uk/HGP/chr4
5 http: //www. jgi. doe. gov/
6 http: //www. sanger. ac. uk/HGP/chr6
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® WormPD, & & &\ i 4l )% .

http: //www. proteome. com/YPDhome. html

. EERAKGEE

® Flyview, R AR AHEE.

http: //flyview. uni—-muenster. de/

® Flybrain, R W4 R S E L EIEE.
http: //flybrain. uni—freiburg. de/

®  NEXTDB, % st 3k [l & A X k4%

http: //watsom. genes. nig. ac. jp: 8080/db/

® MAGEST#( 4%, H 4 7 % BMaboya Gene Expression patters and Sequence
Tags BT .

http: //star. scl. kyoto—u. ac. jp/magest/
® BodyMap, Ak Fn 5 B Ak &k B8 &
http: //bodymap. ims. u—tokyo. ac. jp/
® Axeldb, I T oE Rk SR %

http: //www. dkfz-heidelberg. de/abt0135/axeldb. html

® XMMR, FE M R F ALK IE.

http: //vize222. zo. utexas. edu/

® TRIPLES, B¥ 5L A h fb $h 4%, WM E K+ B F Be iy 35 F A 547 F 0.

http: //ygac. med. yale. edu/triples/

® MGETR, £ ikt & LAk & A 15 B H R

http: //genex. hgu. mrc. ac. uk/

® GXD, R RAHKAHIEE.
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http: //www. informatics. jax. org/searches/gxdindex_form. html

®  EpoDB, H /1t 3 41 21 40 g A k2 B R A AT B3R

http: //cbil. humgen. upenn. edu/epodb/

® KidneyDB, ¥ it & & 31 4E %

http: //www. ana. ed. ac. uk/anatomy/kidbase/kidhome. html

® ToothExp, 2 Ak [H & ik £ 4 )% .

http: //honeybee. helsinki. fi/toothexp/toothexp. html
T EERE. RE AR EE

® HOMDARZEARZHEE, ¥ A T HMEEKM.

http: //uwem. web. cf. ac. uk/uwem/mg/hgmd0. html

® Marfan A RFBN1A A R & 848 B K o 41

http: //uwem. web. cf. ac. uk/uwem/mg/hgmd0. html

® Collagen A XREFEFHIEE.

http: //www. le. ac. uk//genetics/collagen/

® A KPAX2FHALIF R AR E.

http: //www. hgu. mrc. ac. uk/Sof tdata/PAX2/

® A KPAX6F(L I H R LI E.

http: //www. hgu. mrc. ac. uk/Softdata/PAX6/

® Androgen M EZZHRLHEE, BAEEEMHMEELEAE. WIABESH
x B, BE. HE KRR fok IR < BT,

http: //www. mcgill. ca/androgendb/

® ALFRED {Allele FREquency Database %5 . X2 mIlE K%K K. KiddL¥%
EREPH — AN AT A D S AR FODNA S A By S5 2 H B3R £

http: //alfred. med. yale. edu/alfred/

® (D40LBASE, CD40LZE [ & % k45 % .

http: //www. expasy. ch/cd401base/
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® KMDBR H AR B XA F EF AL —H 5 AN KKRA X hHEHEREERE
.

http: //mutview. dmb. med. keio. ac. jp/
® KMeyeDBA 3k i An B 2k F 8 7 A 600 B 2 IR % R B )%
http: //mutview. dmb. med. keio. ac. jp/mutview3/kmeyedb/

® KMearDBA K H w3 F R & #3 %

http: //mutview. dmb. med. keio. ac. jp/

® KMbrainDBA 3 i 2 A R R S A% .

http: //mutview. dmb. med. keio. ac. jp/

® KMcancerDBA K& i 2 H R % 40 4R £ .

http: //mutview. dmb. med. keio. ac. jp/

® OMIAZE — AHhzh el FZAE/RE . K. EER R IE G HIEE.
http: //wwwlangis. su. oz. au/BIRX/omia/omia_form. html

® Atlasyk[EZ L W& B8 F Fo i R F By 34 5 40 R R 1R X BB E
http: //www. infobiogen. fr/services/chromcancer/

® HAMSTeRSUEF A K FVITT 454 o 28 A 5 S4B % .

http: //europium. mrc. rpms. ac. uk/

® HaemB, BA! fn & Bt (Kl T 1X 8 2 % o 5 4 N3 M e e 5 oy 4048 %
http: //www. umsd. ac. uk/molgen/haemBdbatabase. html

® TTMD#%JE A 3 4 fn ¥ R R #h 45 %

http: //tbase. jax. org/

® FIMMZ) gk T Rk FHIEE.

http: //sdmc. krdl. org. sg: 8080/f imm/

MTBZ B 63 A 4 5 3K 4R

http: //tumor. informatics. jax. org/

® BCGD A 2t 3L A8 2k K $h 4 )% .
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http: //condor. bem. tme. edu/ermb/begd/begd. html

® PAHE T B KKV BR JROE 69 K 7 AR 2 A Bl - 3B
http: //www. mcgill. ca/pahdb/

® CFMR, RMAELEBEHAETREREE.

http: //genet. sickkids. on. ca/cftr/

® NRREZZARFIRITR], BHEEREEERE. 7 RE LREFURE. TR
F.EERDIIR. REBIARERGERNBEE.

http: //nrr. georgetown. edu/nrr/nrr. html
® IMGT19894F % r iy [ o . )& 3 1% S 448 = .

http: //imgt. cines. fr: 8104/

® HIG, Anthony Nolan - fffi &1 M i 2 &2 A K B 40 HE HLARHLAE AL 3048 3 iy
E. A Kabat# 3 i FLAT S0 72 5 B X & B B U R4 %

http: //www. anthonynolan. com/HIG/

® PEDBRH[ 7| R A&k S E.

http: //www. mbt. washington. edu/PEDB/

o HIV, il RILFEHEE.

http: //hiv-web. lanl. gov/immunology/immuno-main. html

® BT AZNHIV RTHEE, A4 L FAME X EMHIIV R THELHES
B, R AHIVE M 3L T8 L Au 5 25 4 8 Ok 20 Ak B JR 46 FE K

http: //hivdb. stanford. edu. hiv/

- AR AR o B R

® VWIT/ZWhat Is ThereWy% 5. 7 & F 5T E K Lh % 6 — A5k oy EAROH
BEMREN R A,

http: //www. cme. msu. edu/WIT/

® EMPEEF L NM®ANET.

http: //biobase. com/emphome. html/

o MPWR MR EKIEE, REMPEN — T XK.
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+m.

http: //www. cme. msu. edu/MPW/
® PUGAJFZ 5 41 i &= M it i 2 F AR AR &
http: //www. msc. anl. gov/home/compbio/PUMA/

® EcoCyc#i ¥ & faMetaCycHi 48 JE .
http: //ecocyc. panbio. com/ecocyc/

® PathDB, (¥ HIFE.

http: //www. ncgr. org/Sof tware/pathdb/

® KEBGG, AKEAGEAHABRAE, vBEHRLYT. FORFA. EEK
K. AEAEE. REREES,

http: //www. genome. ac. jp/kegg/

® HBoehringer MannheimA & FHEH N MR AE, ERHEF L AN TLEE NI
EE L,

http: //www. expasy. ch/cgi-bin/search-biochem-index/

® SMILESE —MBy 4 E, vHESRMEET RN EMA .
http: //www. daylight. com/dayhtml/smiles/

® LIGAND, B R M fb ¥ B4, W H AT RFFHRITEY.
http: //www. genome. ad. jp/htbin/show-man?ligand

®  CSNDBZfif, 15 5 P 4 i $L 48 )%

http: //geo. nihs. go. jp/csndb/

® Biocatalysis/Biodegradation: 4 ft.Fn A& 4 P A 448 )% .

http: //dragon. labmed. umn. edu/ lynda/index. html

5 RARMA R B EE

o XERVHMEZRVEFEEELRELERA, CAH GRS BT AceDB.
http: //probe. nalusda. gov: 8000/

® ARSK AR 5 AR £ 4L HT 1% LA RS /R K B USDA-ARS A W18 B ¥ Fu th R AL A 41
Gy, ARSEAgricultural Research Servicef4E 5 .

http: //ars—genome. cornell. edu/
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® AgDBR O #hH4EE fofE R IR & F .
http: //www. agnic. org/agdb/

® NAEXREZTEMRoslinBiIXINANGEEL, KETAN “TH WARAEX
14 B A kb B A 2 4 A D T

http: //www. ri. rrsrc. ac. uk/cgi—-bin/arkdb/broswers/broswer. sh?species=pig

® INRAE[E B KR AR Fr.

http: //locus. joun. inra. fr/

® X [E {530 AT AMA 5 A K AR T B AR 4R 09 R e Wb o e . B BB R
REA:

http: //bos. cvm. tamu. edu
® X ELR M Ae M 3L R A4 Al SR B SR E B R
http: //www. genome. iastats. edu
LoRAEM
® UK CropNet3& EREMAE ¥ £ 45 B P 4% .
http: //synteny.nott. ac. uk/
o INEARIFEEHAEE.
http: //www. staff.or. jp/giot/INE. html
® H [E AR BK [ 4 T X Bt X AR B RAS T A
http: //www. ncgr. ac. cn/

® XETIGRFIR T4 & LN G KBEAAT RN BRIE, LHELFLTHE.
EEFIE, UEFERET.

http: //www. tigr. org/tdb/rice/
® RiceGenes;Z 3 [E 4 /R AT K3 H AR %,
http: //ars—genome. cornell. edu/ricd/

® GrainGenes & 3 [E R fn[E K AW B 18 oM 2L F 4R L. #E
o R A5 AR JE

http: //ars—genome. cornell. edu/
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2. X%,

® X THRBEIAMEfTIFEFR.

http: //www. riceweb. org/

° WHEAT/ 32 25 A 3 3 48 %

http: //wheat. pw. usda. gov/

® KOMUGIH A/NZW. , ZHAAF 6t KFFudf 5 BBk 6 4 4.

http: //www. shigen. nig.ac. jp/wheat/top. html

® MaizeDBE KK FH A FIEE.

http: //www. agron. misouri. edu/top. html

® ZmDBE KA A K YEE.

http: //zmdb. iasstate. edu/

® ILDIS[E 7 T AHE 4 $148 F f15 & MRS

http: //www. ildis. org/LegumeWeb/

o T XAFKIE:

http: //scaffold. biologie. uni—kl. de/Beanref/

® MGI, NCGRfuSamuel Roberts NobleF A2 B4 B W A & % B YMedicago
truncatulafhy ZEF4AF 5, 720004 4 F B4R 25150004 4EST.

http: //www. ncgr. org/research/mgi/

® cottonDB3[E R 7 T AR WA 5 ol B 4 4 e AR AL AR &

http: //algodon. tamu. edu/

® TreeGenes#t At & B 448 %

http: //probe. nalusda. gov: 8000/plant/abouttreegenes. html

Kotk
® ChickGBASEX L i 1t4|, # &2 Ry K EiEE R

http: //www. ri. bbsrc. ac. uk/chickmap/chickgbase/manager. html

® Swimemap$F A F EE TR, K AME oK K EFARIL.

http: //sol.marc. usda. gov/genome/swine/swine. html
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® PiGBASE, % 25 Bl (2 BE.
http: //www. ri. bbsrc. ac. uk/pigmap/arkpig/
® SheepBase T, K 5k 1y 45 3F A AL 5 348 % .

http: //dirk. invermay. cri.nz/

® Goatmap, 2 F EEHIEZE.

http: //locus. jouy. inra. fr/

® HorseMapZ Ak & E & 414 )% .

http: //locus. jouy. inra. fr/

® Bovmapix [E iy 4 [H 24

http: //locus. jouy. inra. fr/cgi-bin/bovmap/intro. pl

® BovBasedk [E 94 Jk A FE S4B & .

http: //www. ri. bbsrc. ac. uk/bovmap/arkbov/

® BovGBASE 3 E R b A1 6 5 & 25 R 41 T v 1 X o 1 28 26 R 3k
http: //probe. nalusda. gov: 8000/animal/aboutbovgbase. html

® BuffmapAF 3 FH K& E.

http: //locus. jouy. inra. fr/
® DogMapZy 3k A F 4146 % .
http: //ubeclu. unibe. ch/itz/dogmap. html
® CatMapf Ak [H B % 245 /% .
http: //www. ri. bbsrc. ac. uk/catmap/ark/

® RabbitMap s 3 F g E.

http: //locus. jouy. inra. fr/

® RainMapf iy # & Sk [F] [ i S 3 )%

http: //locus. jouy. inra. fr/
® i — /M fa 35 R N A 22 IE AR R UM AL K F
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4
>

http: //www. wsu. edu: 8000/ thorglab/DATA. html
W T A Xk 3K 3R &

® MEDLINESR X [E & K & 5 B 18 oy Uk 2 /%, R X 5 K A [ 3800 % A
[ o otk A 30 T 9 FE 0 2w 51 R L

http: //www. nlm. nih. gov/dtabases/medline. html

® 5y 7 {E#y A& 1MEDLINEEY 7 X, /2 i S NCBI Ay PubMed A 4

http: //www. ncbi. nlm. nih. gov/PubMed/

® ScqAnalRefiX & BiA. Bairoch/M A4 3 B9 F K 77 5 4 # SR B 3K

http: //www. espasy. ch/seqanalref/

® SCIZ TR X E 24 o A 545 KA 58 BT B 3 13 9 SR 5| L JL B AR R AR 45

http: //webofscience. com/

® CancerWebJ&JE M W :

http: //www. graylab. ac. uk/cancerweb. html

® HUMAT AR AR & 848 %

http: //ed. ac. uk/anatomy/database/humat/

® KeyNetd5 2 4% 1 fh 4 5 p S B 0 B 1 R 46 AR L B
http: //www. ba. cnr. it/keynet. html/

® BioABACUSAEM ¥ 5 AEMBARUKR T ENFH¥%S F%.

http: //www. nmsu. edu/ molbio/bioABACUShome. html

. At dEE

® Taxonomyﬁ}gégﬁikiﬁﬁio

http: //www3. ncbi.nlm. nih. gov/Taxonomy/tax. html

® ETIH#RAEMEHMEREERET =N RER LR,

http: //www. eti.uva.nl/

® (I TXEEHVoods HoleiliF EMBT % EH —MEH I B .

http: //www. mbl. edu/
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® TAEDE fv M VE L H 4B JE .

http: //www. sbc. su. se/ liberles/TAED. html

f#L%Z1£tum‘?‘#ilééﬁffiffﬂﬁqé}éﬁi

— ERAFMHE

e EMBL
http: //www. ebi. ac. uk/ebi_docs/embl_db/usrman/usrman. html

e GenBank
ftp: //ncbi.nlm nih. gov/genbank/gbrel. txt

e SRS
http: //www. sanger. ac. uk/srs/srsman. html

e Gene Cards ()
http: //bioinfo.weizmann. ac. il/cards/default. htm
A very useful site providing comprehensive information and links. Direct
links to GenBank, SWISS-PROT and MedLine. Includes synonyms, similar
genes in other organisms, gene products and details about disorders.

e Gene Cards: Diseases with a Genetic Association (%)
http: //bioinfo.weizmann. ac. il/cards—bin/listdiseasecards
http: //bioinfo.weizmann. ac. il/cards/cards—bin/listdiseasecards
View the complete (comprehensive!) list, or search for disease related
genes by chromosome.

e Life Science Dictionary
http: //biotech. chem. indiana. edu/pages/dictionary. html
A dictionary.

= FRRRMEER

e Integrated Database Retrieval Systems

e [Entrez
http: //www. ncbi.nlm. nih. gov/Entrez/default. htm
Start here for pretty much anything!

e Sequence Retrieval System (SRS)
http: //www. seqnet. dl. ac. uk/srs/srsc
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The Institute for Genomic Research (TIGR), Human Gene Index (HGI)
Sequence Search

4-1-2-DDPDE/USA

http: //www. tigr. org/tdb/hgi/searching/hgi_seq_search. html

Search for nucleotides and peptides.

TIGR HGI Reports
3-1-2-DDcW/USA
http: //www. tigr. org/tdb/hgi/searching/hgi_info. html

Retrieve sequences identified by EST ID, GenBank number etc.

TIGR HGI Gene Expression Data
4-2-1-DDcW/USA
http: //www. tigr. org/tdb/hgi/searching/hgi_xpress_search. html

Search for tissue specific transcripts e.g. "lung". cDNA libraries can
also be searched.

TIGR HGI Name Search
5-1-2-DDW/USA
http: //www. tigr. org/tdb/hgi/searching/hgi_name_search. html

Search for a sequence by the name of a gene product e.g. insulin.

Genome Database (GDB)
http: //hgmp. mrc. ac. uk/gdb or http://gdbwww. gdb. org/default. htm

Funding for this project has been withdrawn. This valuable database will
remain online, but it should be noted that no new entries will be
recorded after 31st July 1996.

GENATLAS (%)
5-5-2-DUWI/France
http: //bisance. citi2. fr/GENATLAS/default. htm

A comprehensive, easy to use site. Search gene, marker or phenotype or

linkage databases. Useful, relevant links provided in the results. The

user can also locate the desired gene from a graphical clickable map of
disease related or other mapped genes on a chromosome.

Gene Cards ()
http: //bioinfo.weizmann. ac. il/cards/default. htm

A very useful site providing comprehensive information and links. Direct
links to GenBank, SWISS-PROT and MedLine. Includes synonyms, similar
genes in other organisms, gene products and details about disorders.

European Drosophila Genome Project BLAST server
5-4-3-DDPDFWE/UK

192



. cab. zju. edu. cn/cab/xueyuanxiashubumen/nx/bioinplant. htm CEPGERFNLEY Ly

http: //edgp. ebi. ac. uk/www—blast. html
Search using the WU-BLAST 2.0 (gapped aligned) or the original BLAST
(which does not allow gaps). The database includes Drosophila genomic

data, EST’s, STS’s, P element sites, transposons, repeats, and proteins.

Berkeley Drosophila Genome Project BLAST Searches

5-4-3-DDFWE/USA

http: //www. fruitfly. org/blast/default. htm

Search for your sequence using the WU-BLAST 2.0 algorithm for 2.
melanogaster sequence data, including EST’s, genomic sequences, STS’s or
sequences derived from them, P element insertion sites and transposons.

The Sanger Centre Database Search Services

5-2-5-DDPDFWE/UK -Clean, simple design.

http: //www. sanger. ac. uk/DataSearch/default. htm

BLAST and WU-BLAST 2.0 searches which can be refined to finished and/or
unfinished genomic sequences.

BLAST 2 Similarity Search (EMBNet)
5-3-2-PUWE/Switzerland

http: //www. ch. embnet. org/sof tware/frameBLAST. html
WU-BLAST 2.0 similarity searches.

BLAST2 Search with Post—processing (EMBL)
4-3-2-PUW/Germany

http: //dove. embl-heidelberg. de/Blast2/default. htm
WU-BLAST 2.0 search with post—-processing.

FASTA 3 (EMBL)
http: //www2. ebi.ac.uk/fasta3/default. htm
FASTA 3 similarity search.

FASTA
http: //www2. igh. cnrs. fr/bin/fasta—guess. cgi
FASTA similarity search and a clean, basic and simple interface.

Blitz
http: //www. ebi. ac. uk/searches/blitz. html

Beauty
http: //dot. imgen. bem. tme. edu+9331/seq—search/protein—search. html
Beauty is an enhanced BLAST search, returning output which predicts the

function of the protein being tested.
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Analysis and Annotation Tool for Finding Genes in Genomic Sequences
5-3-2-DcDPDFWE/USA

http: //genome. c¢s. mtu. edu/aat. html

Identifies genes in a DNA sequence by comparing it to c¢DNA and protein
sequence databases (including those at HGI, TIGR, dbEST, Swiss-Prot and
nr).

Pairwise Sequence Alignment

3-4-2-DcUPUFWE/USA

http: //genome. cs. mtu. edu/align/align. html

Computes the global alignment between two sequences. Compare DNA with
DNA, cDNA or protein. For DNA and cDNA, settings (gap open penalty, gap
extension etc.) can be defined.

Multiple Sequence Alignemnt with MAP

4-3-2-DcUPUFWE/USA

http: //genome. ¢s. mtu. edu/map/map. html

Calculates the global alignment of DNA or protein sequences using an
algorithm which computes the best overlapping alignment without
penalising terminal gaps. Long internal gaps in short sequences are not
penalised.

Network Protein Sequence Analysis
5-4-1-PUW/France

http: //pbil. ibcp. fr/NPSA/npsa_clustalw. html
ClustalW multiple sequence alignment.

ALIGN

5-1-1-DUPUWE/France

http: //www2. igh. cnrs. fr/bin/align-guess. cgi or

http: //genome. eerie. fr/fasta/align—query. html

Applies the BLOSUM50 matrix to deduce the optimal alignment between two
sequences.

Multiple Sequence Alignment with Hierarchial Clustering

5-5-3-PUW/France

http: //www. toulouse. inra. fr/multalin. html

Sequence alignment with a colour output where differing or similar amino
acids in the alignment can be highlighted.

Colour INteractive Editor for Multiple Alignments (CINEMA)
http: //www. biochem. ucl. ac. uk/bsm/dbbrowser/CINEMA2. 1/default. htm
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A comprehensive and popular site. Allows the user to visualise and
manipulate aligned protein sequences.

Makes use of Java. [ recommend you access this site from a fast
workstation!

VSNS BioComputing Division Multiple Alignment Resource Page

http: //www. techfak. uni-bielefeld. de/bcd/Curric/MulAli/default. htm

An excellent, comprehensive resource for multiple sequence alignment,
software and tutorials.

N2 &

EMBL
http: //www. ebi. ac. uk/subs/emblsubs. html

BankIt (GenBank)
http: //www. ncbi.nlm. nih. gov/default. htm

fi. FHIFBEFEAE (ORF) ERABETL

ORF Finder
http: //www. ncbi.nlm. nih. gov/gorf/gorf. html

Finds likely open reading frames in a sequence.

Nucleotide to Protein (Expasy)

5-2-1-DUW/Switzerland

http: //www. expasy. ch/www/dna. html

Translates a nucleotide sequence (DNA/RNA) into a protein sequence
(amino acids).

Nucleotide to Protein (EMBL)

5-4-1-DUW/UK

http: //www. ebi. ac. uk/contrib/tommaso/translate. html
Translates a nucleotide sequence into a protein sequence.

Forward and Reverse Translation

5-5-2-DUPUFWE/UK

http: //www. sanger. ac. uk/Software/Wise2/genewiseform. shtml
Translate a protein sequence into a genomic DNA sequence, and vice
versa.

Protein and cDNA Translation

5-4-2-DcUPU/UK

http: //www. sanger. ac. uk/Sof tware/Wise2/protein2cdna. shtml
Translate a protein sequence into a cDNA sequence, and vice versa.
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Web Cutter — Restriction Enzyme Mapping Utility

http: //www. medkem. gu. se/cutter/default. htm

Map restriction enzyme sites on your sequence. Easy to use and
comprehensive options.

Protein Colourer

5-2-1-PUW/UK

http: //www. ebi. ac. uk/htbin/visprot. pl

Colour a protein sequence (raw text or SWISS—-PROT Acc. No.) by
properties e.g. hydrophobicity.

Residue Periodicity

Review this site

http: //02. dbuoa. gr/FT/default. htm

Study the periodicity of residues in a protein sequence.

Compute the Theoretical pl and M,

5-1-2-PUW/Switzerland

http: //www. expasy. ch/ch2d/pi_tool. html

Calculates the theoretical pl or molecular mass of a protein, whose
sequence is entered by the user, or referred to as a SWISS-PROT or
TrEMBL entry.

Random Protein Sequence Generator

5-5-2-PUW/Switzerland

http: //www. expasy. ch/sprot/randseq. html

Random protein sequence generator! Output in FASTA format (the format
most commonly required by bioinformatics search sites).

+. PCR 3| 4 fudidt H 4%

Primer 3

5-5-2-DUW/Norway

http: //www2. no. embnet. uio. org/primer/primer3. cgi®
Select PCR primers for your nucleotide sequence.

HGMP-RC Primers Database
http: //www. hgmp. mrc. ac. uk/local-data/Primers. html

EBI Primers Database
http: //www. ebi. ac. uk/primers_home. html

Molecular Probe Data Base (MPDB or MOLPROBE)
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http: //www. biotech. ist.unige. it/interlab/mpdb. html
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